This is an announcement for the genome sequence of a clinical isolate of Salmonella enterica subsp. arizonae isolated from the urine and prostate of a 6-year-old male Labrador retriever. This is one of the few reports of a Salmonella enterica subsp. arizonae isolate cultured from canine urine.
SPAdes version
.0 was used for assembly with the careful parameter (22) . The assembly was composed of 145 contigs. The assembled genome was 4,623,155 bp long. The genome's GC content was approximately 51%. The Benchmarking Universal Single-Copy Orthologs (BUSCO) score was 99% based on the Enterobacteriales OrthoDB version 9 data set (23, 24) . The genome was annotated using the NCBI Prokaryotic Genome Annotation Pipeline (PGAP) version 4.11 (25, 26) .
Data availability. This genome sequence was submitted to GenBank under the accession number JAAAGD000000000. The raw reads have been submitted to the SRA and can be found under accession number SRR10876209. Both the genome sequence and raw reads are under BioProject PRJNA600881.
